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Microbial natural products are historically known for their role in antibiotic discovery and potential for other drugs development [1]. The success of isolating new microbial natural products depends
not only on enhancing biotechnological cultivation techniques, but also on extraction and analytical methods [2]. From this perspective, alternative methods are being explored both to maximize the
extraction efficiency of secondary metabolites and to achieve environmentally friendly processes. To assess if a greener technique can substitute or complement traditional approaches, we employ
here a metabolomics-based approach for evaluating alternative methodologies from the natural products perspective. In this context, techniques that aim to diminish the quantity of solvent use, and
therefore being eco-friendlier, were chosen for the current study. This poster outlines two experimental setups in which metabolomics is used to evaluate extraction and analytical analysis of bacterial
crude extracts, respectively. To address the extraction process, a microreactor is being tested for facilitating the extraction of endometabolites by disrupting cells without the need of solvent use. For
the analytical step, a supercritical fluid chromatography method — UltraPerformance Convergence Chromatography (UPC?) — coupled to mass spectrometry (MS) is compared to a conventional Ultra-
High Performance Liquid Chromatography (UHPLC) coupled to mass spectrometry-system for analysing myxobacterial crude extracts.
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